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Aditi Sharma1, Seung-Hwan Lee2†, Dajeong Lim1, Han-Ha Chai1, Bong-Hwan Choi1 and Yongmin Cho1*†Erratum
The original article [1] has been updated because the
previous version was not the most recent one. This is
due to a mistake in production and not the fault of any
authors.
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